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SARS-CoV-2 MVMPS

The OmicX is build for SARS-CoV-2 mutations and variants monitoring and prewarning
system (MVMPS).

MVMPS Dashboard
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V. cholerae S. enterica
Vibrio cholerae Salmonella enterica

H. influenzae S. aureus

Haemophilus influenzae Staphylococcus aureus

Welcome to BSPdb

Bacterial Surface Polysaccharide Genes Database
Bacterial surface polysaccharides (BSPs) play a vital role in host-pathogen
interactions. The high level diversity of BSPs provides the basis for serotyping
scheme, which is the'gold standard'for bacterial pathogen detection and subtyping,
and essential for effective surveillance. Molecular serotyping method based on the
genetic variations of BSP gene clusters has been regarded as an efficient alternative
to conventional serotyping. BSPdb is a universal integrated platform developed with
the intention to provide the most comprehensive information and a set of analysis
tools which can facilitate the utilization and the development of molecular

serotyping.
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E. coli C. coli
Escherichia coli Campylobacter coli

K. pneumoniae
Klebsiella pneumoniae

M. tuberculosis
Mycobacterium
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N. meningitidis
Neisseria meningitidis
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About HGTStart

HGTstart functions to browse, search, and de novo predict HGTs
using the “gold standard” of phylogeny reconstruction. HGTstart
empowers high throughput identification and analysis of foreign
genes that often underpin adaptation via metabolic diversification
and the origin of novel biotic interactions.
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